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Phototaxis, Euglena gracilis, 281 
Phylogenetic relationships, helical bac- 
teria, 119 
Pigment(s) 
brominated aryl-polyene (xanthomo- 
nadin), vs. photobiological damage, 
323 
nonbrominated aryl-polyene, group 
11 xanthomonadin, Xanthomonas 
populi, 195 
Pili, Escherichia coli and Klebsiella 
pneumoniae, \61 
Planctomyces bekefii, metallic-oxide 
stalk encrustations, 389 
P. crassus, metallic-oxide stalk encrus- 
tations, 389 
Plasmids 
Legionella pneumophila, 143 
marine luminous bacteria, 175 
78-megadalton, Corynebacterium fas- 
cians, virulence, 327 
Polarization, 305 
Polyethylene glycol, nuclei transfer, 
Saccharomyces cerevisiae, 157 
Polymyxin resistance, Pseudomonas 
aeruginosa, 235 
Polysaccharide, capsular, phytopatho- 
gen host-association, 87 
Protease, extracellular, virulence fac- 
tor, 251 
Protein 
cellular, Blastomyces dermatitidis, 25 
inducible mannitol-binding, Pseude- 
monas aeruginosa, 229 
Protein alterations, Pseudomonas aeru- 
ginosa, 235 
Protein profile, Erwinia amylovora, out- 
er membrane, 87 
Protoplast, Saccharomyces cerevisiae 
nuclei transfer, 157 
Pseudomonas aeruginosa 
adhesion, 35 
lipopolysaccharide variability, 93 


mannitol-binding protein, inducible, 
229 

polymyxin-resistant, protein alter- 
ations, 235 

Pseudomonas denitrificans, oxidant 
pulse, 305 

Pseudomonas marina, surface adsorp- 
tion, 191 

Pyrophosphorylase, Rhodospirillum ru- 
brum ADPglucose, 257 


Red-sore disease, freshwater fish, 371 
Repression, B-galactosidase, Escherich- 
ia coli, 241 
Resistance development, Clostridium 
difficile, antimicrobics, 59 
Respiratory pathogens, Legionella 
pneumophila, 143 
Respiratory physiology, Legionella, 351 
Rhizobium, ecology, 79 
Rhizobium japonicum, establishment in 
soil, 79 
Rhodotorula glutinis, viability detec- 
tion, colorimetric, 217 
Rhodospirillum rubrum, ADPglucose 
pyrophosphorylase, 257 
Rhodospirillum tenue, ADPglucose py- 
rophosphorylase, 257 
RNA, ribosomal 
oligonucleotide cataloging 
clostridia, 127 
helical bacteria, 119 
streptococci, groups N and D, ho- 
mology cluster, 245 
Ropy milk, Acinetobacter strains, 107 


Saccharomyces cerevisiae 
transfer, nuclei to protoplast, 157 
viability detection, colorimetric, 217 
Salmonella typhimurium LT2, diame- 
ter, constancy, 165 
Salt-aggregation test, 357 
Serovars, Listeria, DNA relatedness, 
383 
Serpens flexibilis, helical, character- 
ized, 119 
Serratia 
S. ficaria, somatic and flagellar anti- 
gens, 363 
S. grimesii, strains, characterization, 
DNA relatedness, 63 
S. grimesii sp. nov., characterization, 
biochemical, 69 
S. liquefaciens, strains, characteriza- 
tion, DNA relatedness, 63 
S. liquefaciens sensu stricto, charac- 
terization, biochemical, 69 
S. liquefaciens-like strains, character- 
ization, DNA relatedness, 63 
S. plymuthica, characterization, 
DNA relatedness, 63 
S. proteamaculans, characterization, 
biochemical, 69 
S. proteamaculans subsp. quinovora, 
characterization, biochemical, 69 


XIV 


Serum-free medium, Trichomonas vagi- 
nalis, 153 

Sewage sludge see Sludge, sewage 

Sexual incompatibility, multiple allelic 
bifactorial, Leucosporidium (Candi- 
da) scottii, 213 

“Shot gun cloning™’, 263 

Sludge, sewage 
activated, bacteria, 347 
anaerobic bacteria, 13 

Sodium azide, Euglena gracilis photo- 
taxis, 281 

Somatic antigens, Serratia ficaria, 363 

Soybean nodulation, in Rhizobium, es- 
tablishment, 79 

Spheroplasts, Anacystis nidulans, con- 
canavalin A binding, 377 

Spirillum, 119 

Spiroplasma 
flowers, 285, 291 
new, serology, 291 

Spore activation, detergents, Strepto- 
myces viridochromogenes, 223 

Sporeforming anaerobes, 127 

Sporulation, Penicillium cyclopium, 133 

Stalks, nonprosthecate, metallic-oxide 
encrustations, Planctomyces bekefii, 
389 

Staphylococci, exposed to antibiotics, 
ultrastructure, 301 

Staphylococcus aureus, gastrointesti- 
nal, translocation, thymectomized 
mice, 169 

Statistical analysis 
Capnocytophaga, 199 
Euglena gracilis phototaxis, 281 

Streptococcus 

gastrointestinal, translocation, thy- 
mectomized mice, 169 

group A strain, peptidoglycan im- 
munodeterminants, 187 

group B, infants, colonization and 
sepsis, 99 

groups N and D, nucleic acid hybrid- 
ization, 245 

. agalactiae 

bovine type III strains, extracellular 
virulence factors, 251 

extracellular type-specific antigen 
production, 251 

in newborn infants, 99 

. bovis, nucleic acid hybridization, 245 

. cremoris, nucleic acid hybridization, 

245 

diacetylactis”’, nucleic acid hybrid- 
ization, 245 

**S. durans”’, nucleic acid hybridiza- 

tion, 245 

. equinus, nucleic acid hybridization, 

245 

. faecalis 

B-lactam antibiotics vs. mixed cul- 
ture, 269 

mixed cultures, therapy, 275 

nucleic acid hybridization, 245 


S. faecium, nucleic acid hybridization, 

245 

. lactis, nucleic acid hybridization, 245 

. pyogenes, adherence, humans, 343 

. Salivarius, nucleic acid hybridiza- 

tion, 245 

. thermophilus, nucleic acid hybridiza- 

tion, 245 

Streptomyces viridochromogenes, spore 
activation, detergents, 223 

Superoxide dismutase, 351 

Surface hydrophobicity, hemagglu- 
tinating vibrios, 357 

Susceptibility, antimicrobic, Clostridi- 
um difficile, 59 

Symbiosis, Rhizobium japonicum/soy- 
bean, 79 

Synergistic therapy, Haemophilus aph- 
rophilus, antibiotic, 75 

Synergy 
antibiotic, 75 
antimicrobic vs. Clostridium difficile, 

59 

Synthesis, de novo, surface compo- 
nents, budding prokaryote, | 

Syrphid fly, spiroplasma, 291 


Ann 


TMPD oxidase, 351 
Taxa separation, computer-aided, 199 
Taxonomy 
Acinetobacter strains from ropy milk, 
107 
anaerobic eubacteria, oligonucleotide 
cataloging, 127 
Blastocaulis-Planctomyces group, |, 
7, 389 
computer-aided separation, 199 
helical bacteria, oligonucleotide cata- 
loging, 119 
Listeria spp., DNA relatedness, 383 
Serratia spp. 
biochemical characterization, 69 
DNA relatedness, 63 
spiroplasmas, 291 
streptococci groups N and D, 245 
Vibrio cholerae, DNA relatedness, 53 
Xanthomonas populi, 195 
Temperature 
phospholipid synthesis control, 49 
Escherichia coli antibiotic sensitivity, 
83 
Thermal denaturation, 103 
Thiamine pyrophosphate, oral trepo- 
neme, growth factor, 147 
Thiocyanate, oxidant pulse artifacts, 
305 
Thylakoid membrane, 377 
Thymectomy, bacterial translocation, 
mice, 169 
Tick, lxodes, spiroplasma, 291 
Tracheal organ cultures, Pseudomonas 
aeruginosa, adherence, 35 
Transduction chain, photosensory, Eu- 
glena gracilis, 281 
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Translocation, bacterial, thymecto- 
mized mice, 169 

Treponema denticola, growth factor, 
147 

T. minutum, growth factor, 147 

T. pertenue, isolation and transport, 41 

T. vincentii, growth factor, 147 

Trichomonads, isolation, 153 

Trichomonas vaginalis, isolation medi- 
um, 153 

Trichosel medium, serum-free, 153 

Triphenylmethy! phosphonium ion, 
phototaxis, Euglena gracilis, 281 

**Trypsin’’, Entomophthorales, differ- 
entiation, 315 

Two-membered cultures, Legionella 
pneumophila growth, 319 


Ultrastructure 
Blastocaulis-Planctomyces morpho- 
type IV, budding cells, 7 
Staphylococcus, exposed to antibiot- 
ic, 301 
Uncoupler sodium azide, 281 
Urine, Escherichia coli and Klebsiella 
pneumoniae, 161 


Valinomycin/K* , oxidant pulse arti- 
facts, 305 
Viability, marine microbial biofilm, 209 
Vibrio 
hemagglutinating, surface hydropho- 
bicity, 357 
plasmids, 175 
Vibrio alginolyticus, surface adsorption, 
191 
V. (Beneckea) harveyi, plasmids, 175 
V. cholerae 
Australian, genetic relationships, 53 
hemagglutinating, surface hydropho- 
bicity, 357 
surface adsorption, 191 
V. harveyi 
iron vs. bioluminescence, 181 
luminescence, catabolite repression, 
181 
V. (Photobacterium) fischeri, 175 
Virulence, Corynebacterium fascians, 
78-megadalton plasmid, 327 
Virulence factors, Streptococcus aga- 
lactiae, 251 
Vital stain, 217 


Wall-less prokaryotes, flowers, 285 
Wasp, spiroplasma, 291 
Water, flowing, denitrification, 29 


Xanthomonadin see Pigment(s) 

Xanthomonas juglandis, pigments, vs. 
photobiological damage, 323 

Xanthomonas populi, pigment, 195 


Yaws, Treponema pertenue isolation, 
41 


Zoogloeal bacteria, 347 
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